Key indicators: single-crystal X-ray study; T = 299 K; mean (C-C) = 0.011 Å; R factor = 0.080; wR factor = 0.196; data-to-parameter ratio = 14.9.
Related literature
For the preparation of the title compound, see: Shilpa & Gowda (2007) ; Pies et al. (1971) . For related structures, see: Gowda, Foro & Fuess (2008) Mo K radiation = 0.89 mm À1 T = 299 K 0.48 Â 0.05 Â 0.05 mm
Data collection
Oxford Diffraction Xcalibur singlecrystal diffractometer with a Sapphire CCD detector Absorption correction: multi-scan (CrysAlis RED; Oxford Diffraction, 2007) T min = 0.674, T max = 0.957 7393 measured reflections 3590 independent reflections 1475 reflections with I > 2(I) R int = 0.077 Refinement R[F 2 > 2(F 2 )] = 0.080 wR(F 2 ) = 0.196 S = 0.91 3590 reflections 241 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.44 e Å À3 Á min = À0.39 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (7) 1.95 (7) 2.851 (7) 170 (6) N2-H2NÁ Á ÁO2 i 0.77 (7) 2.11 (7) 2.872 (7) 168 (8) Symmetry code: (i) x þ 1; y; z.
Data collection: CrysAlis CCD (Oxford Diffraction, 2004); cell refinement: CrysAlis RED (Oxford Diffraction, 2007) ; data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: SHELXL97. & Fuess, 2008; Gowda, Kožíšek et al., 2008; Gowda et al., 2009) , in the present work the structure of the title compound (I) is described. There are two independent molecules in the asymmetric unit of (I), Fig. 1 . The conformation of the N-H bond in each independent molecule is almost syn to the ortho-chloro substituent, similar to the syn conformation observed with respect to both the 2-chloro and 3-chloro substituents in 2-chloro-N-(2,3-dichlorophenyl)acetamide (Gowda et al., 2008a) . The conformation of the C=O bond is anti to the N-H bond, also similar to that observed in 2-chloro-N-(2,3dichlorophenyl)acetamide. The N1-H1N···O1 and N2-H2N···O2 hydrogen bonding pack the molecules into supramolecular chains aligned along the a direction (Table 1, Fig. 2 ).
Foro

Experimental
Compound (I) was prepared according to the literature method (Shilpa & Gowda, 2007) . The purity of the compound was checked by determining its melting point. It was characterized by recording its infrared, NMR and NQR spectra (Shilpa & Gowda, 2007; Pies et al., 1971) . Single crystals of were grown by the slow evaporation of an ethanol solution of (I) held at room temperature.
Refinement
The N-bound H atoms were located in difference map and their positional parameters were refined freely [N-H = 0.77 (7)-0.91 (7) Å]. The other H atoms were positioned with idealized geometry using a riding model [C-H = 0.93-0.97 Å]. All H atoms were refined with isotropic displacement parameters (set to 1.2 times of the U eq of the parent atom).
To improve considerably the values of R1, wR2, and the GoF, eight reflections (-1 8 3, 0 10 4, 1 5 3, 2 5 0, 2 5 1, 2 5 3, 4 5 0, 1 1 28) were omitted from the final refinement. 
Geometric parameters (Å, °)
Cl1-C2 1.728 (7) Cl4-C10 1.730 (7) Cl2-C4 1.731 (8) Cl5-C12 1.733 (8) Cl3-C8 1.740 (8) Cl6-C16 1.728 (8) O1-C7 1.209 (7) O2-C15 1.199 (7) N1-C7 1.350 (9) N2-C15 1.344 (9) N1-C1 1.407 (9) N2-C9 1.401 (9) N1-H1N 0.91 (7) N2-H2N 0.77 (7) C1-C2 1.392 (9) C9-C10 1.381 (9) C1-C6 1.403 (9) C9-C14 1.385 (9) C2-C3 1.393 (10) C10-C11 1.376 (10) C3-C4 1.381 (10) C11-C12 1.373 (10) C3-H3 0.9300 C11-H11 0.9300 C4-C5 1.367 (11) C12-C13 1.371 (10) C5-C6 1.358 (10) C13-C14 1.360 (11) C5-H5 0.9300 C13-H13 0.9300 C6-H6 0.9300 C14-H14 0.9300
Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A N1-H1N···O1 i 0.91 (7) 1.95 (7) 2.851 (7) 170 (6) N2-H2N···O2 i 0.77 (7) 2.11 (7) 2.872 (7) 168 (8) Symmetry codes: (i) x+1, y, z.
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